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Sample, Buffer & Calibration Guidance

Sample Guidance

For a typical sample, a concentration of 10 nM is

recommended for optimal results, )
¥ Too High

If the concentration is too high, overlapping signals will

prevent accurate measurement. So you may need to adjust the

concentration slightly & repeat the measurement

When analyzing low-affinity complexes, the low concentration Optimal

may cause them to dissociate. As a result, the individual

components may be measured separately rather than as a
complex.

This instrument is designed to measure the mass of protein
and protein complexes between 50kDa and 3MDa, so it is ideal
for quickly checking sample heterogeneity and oligomeric
state of proteins.

t san carrier ¢ atick it t o versli If your sample contains non-protein components, these will =
Flip t ne sample carrier and stick it to the coverslip. B Conceriaon Colaiator
Apply gentle pressure \ accurate. Therefore, caution is advised when interpreting
d results from samples with a high abundance of non-protein
molecules.
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